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FIG. 1 



1 

CCG CTC ACA TTG GGA TTC CTC ATT CTT CTT CTA AAA CCC GCA AAA TTT CTC CAT TTC TAC 
61 

CAA AAA TAT CCA ACT TTT ACT TTT CTT TCC TGT GAA ATT ATC TGC TCA AAT CTT TGG TTC 
121 

CTG ACG GAG ATG GCG GCG ATT TCA GGC ATC TCC TCT GGT ACG T1X3 ACG ATT TCA CGG CCT 
M A A 7 5 G I S S G X L 1 1 S E E 

181 

TTG GTT ACT CTT CGA CGC TCT AGA GCC GCC GTT TCG TAC AGC TCC TCT CAC CGA TTG CTT 

T, VT1. RRBBA AVS Y. S S S H E Li it 

241 \Z 

CAT CAT CTT CCT CTC TCT TCT CGT CGT CTG CTA TTA AGG AAC AAT CAT CGA GTC CAA GCA 

h h t, p L s s R R L Lc U B U U H B V Q * A — 

301 

ACG ATT TTG CAA GAC GAT GAA GAG AAA GTG GTG GTG GAG GAA TCG TTT AAA GCC GAG ACT 
T I LQDDEEKV VV E ESFKAET 
361 

TCT ACT- GGT ACA GAA CCA CTT GAG GAG CCA AAT ATG AGT TCT TCT TCA ACT AGT GCT TTT 
STGTEPLEEPNMS SSSTSAF 
421 V 

GAG ACA TGG ATC ATC AAG CTT GAG CAA GGA GTG AAT GTT TTC CTT ACA^ GAC TCG GTT ATT 
ETWIIKLEQGVNVFLTDSVI 

481 

AAG ATA CTT GAC ACT TTG TAT CGT GAC CGA AGA TAT GCA AGG TTC TTT GTT CTT GAG ACA 
KILDTLYRDRTYARFFVLET 

541 \7 

ATT GCT AGA GTG CCT TAT TTT GCG TTT ATG TCT GTG CTA CAT ATG TAT GAG ACC TTT GGT 
IARVPYFAFMSVLHMYETFG 

601 

TGG TGG AGG AGA GCA GAT TAT TTG AAA GTA CAC TTT GCT GAG AGC TGG AAT GAA ATG CAT 
WWRRADYLKVH FAESWNEMH 
661 \7 

CAC TTG CTC ATA ATG GAA GAA TTG GGT GGA AAT TCT TGG TGG TTT GAT CGT TTT CTG GCT 
HLLIMEELGGNSWWFDRFLA 

721 

CAG CAC ATA GCA ACC TTC TAC TAC TTC ATG ACA GTG TTC TTG TAT ATC TTA AGC CCT AGA 
QHIATFYYFMTVFLYILSPR 
781 \7 

ATG GCA TAT CAC TTT TCG GAA TGT GTG GAG AGT CAT GCA TAT GAG ACT TAT GAT AAA TTT 
MAYH FSECVESHAY ETYDKF 
841 Y7 

CTC AAG GCC AGT GGA OAG GAG TTG AAG AAT ATG CCT GCA CCG GAT ATC GCA GTA AAA TAC 
LKASGEELKNMPAFDIAVKY 

901 \7 

TAT ACG GGA GGT GAC TTG TAC TTA TTT GAT GAG TTC CAA ACA TCA AGA ACT CCC AAT ACT 
Y T G G D L Y L F D E F Q T S : R T P N T 
961 V7 

CGA AGA CCA GTA ATA GAA AAT CTA TAC GAT GTG TTT GTG AAC ATA AGA GAT GAT GAA GCA 
r r PV I EN LYDV FVN I RD D EA 
1021 

GAA CAC TGC AAG ACA ATG AGA GCT TGT CAG ACT CTA GGC AGT CTG CGT TCT CCA CAC TCC 
EHCKTMRACQTLGSLRSPHS 

1081 

ATT TTA GAT GAT GAT GAT ACT GAA GAA GAA TCA GGG TGT GTT GTT CCT GAG GAG GCT CAT 
ILDDD DTE EESGCVVPEEAH 

1141 . 

TGC GAA GGT ATT GTA GAC TGC CTC AAG AAA TCC ATT ACA AGT TAA TAA ATT AGA AAG TAA 

CEGIVDCLKKSITS 

1201 

ACT AAA AAA GAT TAT TTG TAT CAG CTC ATG AAC AAT AGA TAT AAT CCC ATA TAC TTG GGA 
1261 

ATA AAG GAA TAA TGT GAA ATT CCC ATC GTT GTG CTA GTG TGT GAG AGA ATC AAA TAC CCT 
1321 

AAT GAT CTA AAT GTA CTT TGA TGA GCT TAA GTC GTT GTA GAC CAT TTT ATC AAA AAA AAA 
1381 

AAA AAA AAA AAA AAA A 
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FIG. 3A 

T 1 MAISISAMSFGTSVSSYSCFRARSFEKSSVLCNSQNPCRFNSVFP. IRKSDGASRCSVSR 

P 1 MAISISAMSFRTSVSS SY. . SAFLCNSKNPFCLNSLFS .LRNSHRTFQPSLSR 

A 1 MA.AISGISSGTLTIS RPLVTLRRSRAAVSYSSSHRLLHHLPLSSRRLLLR 

consensus 

1 MA ISamS TS LS Sir 1R 

T - 60 KSCRVRATLLQENEEEVVVEKSFAPKSFPDNVGGGSNGKPPDDSSS . NGLEKWVIKLEQS 
P 51 KSSRVRATLLKENEEEVWEKSFAPKSFPGNVGGGNNGEPPDNSSS . NGLEKWVIKIEQS 

A 51 NNHRVQATILQDDEEKWVEESFKAE TSTGTEPLEEPNMSSS STS AFETWI IKLEQG 

consensus 

61 RV AT1L e EE VWE SF G P SSS g E WylKiEQ 

T 119 VNILLTDSVIKILDTLYHNRNYARFFVLETIARVPYFAFISVLHMYESFGWWRRADYMKV 
P 110 V^IFLTDSVIKILDTLYHDRHYARFFVLETIARV^YFAFISVLHLYESFGWWRRADYLKV 
A 108 VNVFLTD S V I KILDTL YRDRTYARFFVLET I ARVP YFAFMS VL.HM YE T FGWWRRAD YLKV 
consensus 

121 VNi I/TDSVIKILDTLYh R Y ARFFVXiET I ARVPYFAF iS VLHl YE a FGWWRRAD Y 1KV 

T 179 HF AE S WN E MH HI*L I MEELGGN A WW FD RFL AQH I A I FY Y FMT VI«M Y AL S P RMA Y H F S E CVE 
P 170 HFAESWNEMHHLLIMEELGGNAWWFDRFLAQHIAVFYYFMTVSMYALSPRMAYHFSECVE 
A 168 HFAESWNEMHHLLIMEELGGNSWWFDRFLAQHIATFYYFMTVFLYILSPRMAYHFSECVE 
Consensus 

181 HF AE S WNEMHHLL I MEE LGGN WWFDRFLAQHIA FYYFMTV mY LSPRMAYHFSECVE 

T 239 SHAYETYDKFIKDQGEELKNLPAPKIAVDYYTGGDLYLFDEFQTSREPNTRRPKIDNLYD 
P 230 HHAYETYDKFIKDQEAELKKLPAPKIAVSYYTGGDLYLFDEFQTSREPNTRRPKIDNLYD 
A 228 SHAYETYDKFLKASGEELKNMPAPDIAVKYYTGGDLYLFDEFQTSRTPNTRRPVIENLYD 
Consensus 

241 HAYETYDKFiK ELK 1PAP IAV Y YTGGDLYLFDE FQTSR PNTRRP IdNLYD 

T 299 VFMNIRDDEAEHCKTMKACQTHGSLRSPHTD . PCDDSEDDTGCSVP . QADCIGIVDCIKK 
P 290 VFMNIRDDEAEHCKTMKACQTHGSLRSPHTN . PCDESEDDPGCSVP . QADCVGIVDCITK 
A 288 VFVNIRDDEAEHCKTMRACQTLGSLRSPHSILDDDDTEEESGCWPEEAHCEGIVDCLKK 

Consensus 

301 VFmNIRDDEAEHCKTMkACQT GSLRSPHt DdsEdd GC VP AC GIVDCi K 
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FIG. 3B 

T 357 SVTDTQVTKR 
P 348 SVADPNVGRR 

A 348 SITS 

Consensus 
361 Sv 
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FIG. 4B 



